
-5’-TTTTTTTAAGCAGTGGTATCAACGCAGAGTACJJJJJJJJJJJJNNNNNNNNTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT-3’ Toyopearl-linker-bead
c.2645G>A p.R882H

                                               M  S  R  L  A
5’-...GGUAUUUGGUUUCCCAGUCCACUAUACUGACGUCUCCAACAUGAGCCGCUUGGCG...AAAAAAAAAAAAAAAAAAAAAAAAAAAAAA-3’

UMI Cell Barcode SMART

5’-AAGCAGTGGTATCAACGCAGAGTACJJJJJJJJJJJJNNNNNNNNTTT...CGCCAAGCGGCTCATGTTGGAGACGTCAGTATAGTGGACTGGGAAACCAAATACC...CCCATTCACTCTGCGTTGATACCACTGCTT-3’5’-AAGCAGTGGTATCAACGCAGAGTGAATGGG...GGTATTTGGTTTCCCAGTCCACTATACTGACGTCTCCAACATGAGCCGCTTGGCG...AAANNNNNNNNJJJJJJJJJJJJGTACTCTGCGTTGATACCACTGCTT-3’
SMART_TSO UMI CB SMART

5’-AAGCAGTGGTATCAACGCAGAGTGAATGGG...GGTATTTGGTTTCCCAGTCCACTATACTGACGTCTCCAACATGAGCCGCTTGGCG...AAANNNNNNNNJJJJJJJJJJJJGTACTCTGCGTTGATACCACTGCTT-3’

** SMART-AC primer
5’-GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGACTGACGTCTCCAACATGAGC-3’

biotin Next_DNMT3A_2623 primer

5’-AAGCAGTGGTATCAACGCAGAGTACJJJJJJJJJJJJNNNNNNNNTTT...CGCCAAGCGGCTCATGTTGGAGACGTCAGTATAGTGGACTGGGAAACCAAATACC...CCCATTCACTCTGCGTTGATACCACTGCTT-3’

NEXT

5’-AAGCAGTGGTATCAACGCAGAGTAC-3’

5’-GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGACTGACGTCTCCAACATGAGCCGCTTGGCG...AAANNNNNNNNJJJJJJJJJJJJGTACTCTGCGTTGATACCACTGCTT-3’

**

P5_SMART_hybrid primer

CR1P

5’-AATG
ATACGGC

GACCACC
GAGATCT

ACACGCC
TGTCCGC

GGAAGCAGTGGTATCAACGCAGAGTAC-3’ linker
P5

5’-CAAGCAGAAGACGGCATACGAGATNNNNNNNNGTCTCGTGGGCTCGGAGATGT-3’

N70_BCXX primerIndex_BCP7

5’-AAGCAGTGGTATCAACGCAGAGTACJJJJJJJJJJJJNNNNNNNNTTT...CGCCAAGCGGCTCATGTTGGAGACGTCAGTCTGTCTCTTATACACATCTCCGAGCCCACGAGAC-3’

Index read
(8 bp)

Read 2
(64 bp)

Read 1
(20 bp)

5’-CAAGCAGAAGACGGCATACGAGATNNNNNNNNGTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGACTGACGTCTCCAACATGAGCCGCTTGGCG...AAANNNNNNNNJJJJJJJJJJJJGTACTCTGCGTTGATACCACTGCTTCCGCGGACAGGCGTGTAGATCTCGGTGGTCGCCGTATCATT-3’

5’-AATGATACGGCGACCACCGAGATCTACACGCCTGTCCGCGGAAGCAGTGGTATCAACGCAGAGTACJJJJJJJJJJJJNNNNNNNNTTT...CGCCAAGCGGCTCATGTTGGAGACGTCAGTCTGTCTCTTATACACATCTCCGAGCCCACGAGACNNNNNNNNATCTCGTATGCCGTCTTCTGCTTG-3’

Index_BC NEXT UMI CB SMART_CR1P linker P5P7

PCR1

Reverse transcription & whole transcriptome amplification (WTA)

Streptavidin bead enrichment of biotinylated PCR product

PCR2

A fraction (1 ng) of the WTA product is used for
single-cell RNA-seq library generation using Nextera.

The remaining WTA product can be used
for targeted mutation enrichment.
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Figure S2, related to Figure 3
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